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Abstract: To investigate the prevalence and drug resistance ofStreptococcus suis in large-scale pig
farms in Henan Province, 95 samples of clinically suspected cases of Streptococcus suis were col-
lected. Through bacterial isolation, purification and serotype identification,a total of 68 strains of
Streptococcus suis were obtained,including 48 strains of Streptococcus suis serotype 2 (70%) and
15 strains of serotype 9 (22%), indicating that serotype 2 and 9 were the predominant strains
prevalent in Henan Province. Through detection of the muraminidase-released protein (MRP) gene
and the lysozyme releasing protein gene (sly) of Streptococcus suis ,five virulence genotypes were
identified, they were epf ' /mrp ™ /sly™ genotype (25 strains),epf /mrp /sly  genotype (20
strains),ep [ /mrp* /sly ' genotype (18 strains).The results of drug sensitivity test showed that
68 strains of Streptococcus suis were highly resistant to 13 kinds of antibiotics except cefotaxif,
ceftazidime,amoxicillin and ampicillin. Through the tests of 24 drug-resistant genes,a total of 12

drug-resistant genes were detected, among them, the detection rates of aminoglycoside resistant
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gene aphal,tetracycline resistant gene ter (B) and quinolones gyrA and parC were 86%,89%,

63% and 58% ,respectively. The above results provide a reference for the use of drugs,medication

and the selection of corresponding serotype vaccines for clinical prevention and control of swine

streptococcosis in swine farms.
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